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OUTLINE 

 

What is GWAS? 

Genetic prediction of transplant outcomes 

Unique features of the HLA region  

Interpretation of GWAS findings 

Imputation (SNPs and HLA types) 

Existing GWAS results: What to do with them? 
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Supposedly genome-wide, but, due to constraints, not 100% 
 

Generally contains common polymorphisms 
 

Most results (~95% in autoimmune disorders) are non-causal  
 

Results need to be followed up to identify causal variants 
 

Most causal variants correlate with expression levels of their 

target genes (not necessarily the nearest gene)  
 

HLA region is the most difficult region to work with and  

requires special attention 
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GWAS Results 

Lead SNP and 
perfect proxies 

eQTLeffect 
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Lead SNP Perfect Proxy 
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GWAS Results 


